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Background: Coronary Artery disease (CAD) is an inflammatory disease. Cytokine gene variations such as those associated with the IL1 family are involved in the pathogenesis of atherosclerosis.

Aims: We investigated association of IL-1Beta +3953 polymorphism with CAD in Indian population.

Methods: Total of 323 proven CAD patients with 300 healthy controls (Non-diabetics and normotensives) were genotyped using Polymerase chain reaction-Restriction Fragment Length polymorphism (PCR-RFLP) analysis.

Results: 19.6% patients were diabetics, 26.9% hypertensives, 44.9% smokers and 26.6% had family history of premature CAD. Most of the patients (70.4%) came with a presentation diagnosis of acute myocardial infarction (AMI). Mean levels of  Total Cholesterol(TC), Triglycerides(TG), High Density Lipoprotein Cholesterol(HDL-c), Low and very- Low Density Lipoprotein Cholesterol (LDL-c and VLDL-c) were significantly higher in patients when compared to controls (p=<0.001).The genotype frequencies for patients vs controls for IL Beta+3953 were: 161(49.8%) vs 167(55.6%), p=0.149, OR=0.79, 95%CI=0.57-1.08; 129(39.9%) vs 106 (35.3%),p=0.25, OR=1.21, 95%CI=0.87-1.68;  and 33(10.2%) vs 27(9.0%), p=0.68, OR=1.15, 95%CI=0.67-1.96 for CC (Wild Type), CT (Heterozygous) and TT (Mutant) respectively. Frequency of C and T alleles in patients vs controls were: 0.70 vs 0.73, OR=0.84, 95%CI=0.65-1.07 and 0.30 vs 0.27, OR=1.18, 95%CI=0.92-1.52 (p=0.187) respectively. The results indicate no association of all possible genotypes or alleles with CAD. 

Conclusion: Our data suggests no association of IL-1Beta +3953 polymorphism with CAD in North Indian population.

